
10 20 30
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

MH P QV V I L S L I L H L A D S V A G S V K V GG E A G P S V T L P C
MH P QV V I L S L I L H L A D S V A G S V K V GG E A G P S V T L P C
MH P QV V I L S L I L H L A D S V A G S V K V GG E A G P S V T L P C
MH P QV V I L S L I L H L A D S V A G S V K V GG E A G P S V T L P C
MH P QV V I L S L I L H L A D S V A G S V K V GG E A G P S V T L P C

Conservation

Quality
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Occupancy

* * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * *

                                    

MH P QV V I L S L I L H L A D S V A G S V K V GG E A G P S V T L P C



40 50 60 70
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

HY S GA V T S MCWNR G S C S L F T CQNG I VWT NGT HV T Y R
HY S GA V T S MCWNR G S C S L F T CQNG I VWT NGT HV T Y R
HY S GA V T S MCWNR G S C S L F T CQNG I VWT NGT HV T Y R
HY S GA V T S MCWNR G S C S L F T CQNG I VWT NGT HV T Y R
HY S GA V T S MCWNR G S C S L F T CQNG I VWT NGT HV T Y R

Conservation

Quality

Consensus

Occupancy

* * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * *

                                    

HY S GA V T S MCWNR G S C S L F T CQNG I VWT NGT HV T Y R



80 90 100
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

K DT R Y K L L GD L S R R DV S L T I E NT A V S D S GV Y C C R V E
K DT R Y K L L GD L S R R DV S L T I E NT A V S D S GV Y C C R V E
K DT R Y K L L GD L S R R DV S L T I E NT A V S D S GV Y C C R V E
K DT R Y K L L GD L S R R DV S L T I E NT A V S D S GV Y C C R V E
K DT R Y K L L GD L S R R DV S L T I E NT A V S D S GV Y C C R V E

Conservation

Quality
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Occupancy

* * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * *

                                    

K DT R Y K L L GD L S R R DV S L T I E NT A V S D S GV Y C C R V E



110 120 130 140
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

HR GWF NDMK I T V S L E I V P P K V T T T P I V T T V P T V T T V
HR GWF NDMK I T V S L E I V P P K V T T T P I V T T V P T V T T V
HR GWF NDMK I T V S L E I V P P K V T T T P I V T T V P T V T T V
HR GWF NDMK I T V S L E I V P P K V T T T P I V T T V P T V T T V
HR GWF NDMK I T V S L E I V P P K V T T T P I V T T V P T V T T V
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* * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * * *

                                    

HR GWF NDMK I T V S L E I V P P K V T T T P I V T T V P T V T T V



150 160 170
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

R T S T T V P T T T T V P MT T V P T T T V P T TMS I P T T T T V L T
R T S T T V P T T T T V P - - - - - T T T V P T TMS I P T T T T V P T
R T S T T V P T T T T V P - - - - - T T T V P T TMS I P T T T T V P T
R T S T T V P T T T T V P MT NT V P T T T V P T TMS I P T T T T V P
R T S T T V P T T T T V P MT NT V P T T T V P T TMS I P T T T T V P
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* * * * * * * * * * * * * - - - - - 7 * * 8 7 7 * 8 6 5 6 7 * * * 8 6 7

                                    

R T S T T V P T T T T V P MT NT V T T T V P T TMS I P T T T T V+T



190 200 210
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

TMT V S T T T S V P T T T S I P T T T S V P V T T T V S T F V P P MP
TMT V S T T T S V P T T T S I P T T T S V P V T T T V S T F V P P MP
TMT V S T T T S V P T T T S I P T T T S V P V T T A V S T F V P P MP
T TMT V S T T T S V P T T T S I P T T - S V P V T T T V S T F V P P M
T TMT V S T T T S V P T T T S I P T T T S V P V T T A V S T F V P P M

Conservation

Quality
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* 8 8 8 6 8 * * 8 6 7 7 * * 8 5 6 7 * * 2 6 7 7 8 * 8 7 6 8 7 7 7 * 7 7

                                    

TMT V S T T T S V P T T T S I P T T T S V P V T T T V S T F V P P MP



220 230 240 250
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

L P RQNH E P V A T S P S S P Q P A E T H P T T L QGA I R R E P T S
L P RQNH E P V A T S P S S P Q P A E T H P T T L QGA I R R E P T S
L P RQNH E P V A T S P S S P Q P A E T H P T T L QGA I R R E P T S
P L P RQNH E P V A T S P S S P Q P A E T H P T T L QGA I R R E P T
P L P RQNH E P V A T S P S S P Q P A E T H P T T L QGA I R R E P T
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6 6 5 8 9 5 6 5 7 8 8 8 7 7 * 7 7 7 7 4 6 6 3 7 * 7 7 6+7 5 * 8 5 7 8

                                    

L P RQNH E P V A T S P S S P Q P A E T H P T T L QGA I R R E P T S



260 270 280
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

S P L Y S Y T T DGNDT V T E S S DG L WNNNQTQ L F L E H S L L
S P L Y S Y T T DGNDT V T E S S DG L WNNNQTQ L F L E H S L L
S P L Y S Y T T DGNDT V T E S S DG L WNNNQTQ L F L E H S L L
S S P L Y S Y T T DGNDT V T E S S DG L WNNNQTQ L F L E H S L
S S P L Y S Y T T DGNDT V T E S S DG L WNNNQTQ L F L E H S L
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Quality
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* 7 6 7 6 6 8 * 7 5 7 8 7 8 8 6 6 * 7 5 7 7 7 * * 9 8 8 7 8 8 5 6 4 5 *

                                    

S P L Y S Y T T DGNDT V T E S S DG L WNNNQTQ L F L E H S L L



290 300 310 320
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

T A NT T K G I Y A GV C I S V L V L L A L L GV I I A K K Y F F K K E
T A NT T K G I Y A GV C I S V L V L L A L L GV I I A K K Y F F K K E
T A NT T K G I Y A GV C I S V L V L L A L L GV I I A K K Y F F K K E
L T A NT T K G I Y A GV C I S V L V L L A L L GV I I A K K Y F F K K
L T A NT T K G I Y A GV C I S V L V L L A L L GV I I A K K Y F F K K

Conservation

Quality

Consensus

Occupancy

7 8 7 9 * 7 5 7 7 6+8 9 8 5 6 9 9 9 * 7 7 * 7 8 9 * 7 5 * 7 9 * 6 * 7

                                    

T A NT T K G I Y A GV C I S V L V L L A L L GV I I A K K Y F F K K E



330 340 350
HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

VQQ L S V S F S S L Q I K A L QNA V E K E VQA E DN I Y I E N S L
VQQ L S V S F S S L Q I K A L QNA V E K E VQA E DN I Y I E N S L
VQQ L S V S F S S L Q I K A L QNA V E K E VQA E DN I Y I E N S L
E VQQ L S V S F S S L Q I K A L QNA V E K E VQA E DN I Y I E N S
E VQQ L S V S F S S L Q I K A L QNA V E K E VQA E DN I Y I E N S

Conservation

Quality
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Occupancy

4 6 * 7 5 6 6 5 5 * 5 7 7 6 5 7 7 9 7 8 4 7 7 4 6 6 4 9 8 6 7 7 5 7 9 5

                                    

VQQ L S V S F S S L Q I K A L QNA V E K E VQA E DN I Y I E N S L



HaplotypeA_model1| /1-364
HaplotypeB_model1| /1-359
HaplotypeC_model1| /1-359
HaplotypeD_model1| /1-364
HaplotypeE_model1| /1-365

Y A T D -
Y A T D -
Y A T D -
L Y A T D
L Y A T D
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7 6 8 7 -

     

Y A T DD


